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Image 2:

Prevalence of Genetic Mutations in Specific Fetal Anomalies
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Conclusions: Our findings suggest distinct genetic mechanisms for
ASD subtypes that are characterized by unique UFAs. These find-
ings may form a basis for future prenatal screening approaches for
ASD using both ultrasound and genetic testing. Our findings
suggest distinct genetic mechanisms for ASD subtypes that are-
characterized by unique UFAs. These findings may form a basis for
future prenatal screening approaches for ASD using both ultra-
sound and genetic testing.
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Introduction: Autism spectrum disorder is a heterogeneous group
of disorders that affects virtually every population, regardless of
their ethnic or socioeconomic origin. In recent years, the attention
of researchers has been drawn to the participation of the oxytoci-
nergic and vasopressinergic systems in the development of autism
spectrum disorders. A relatively large number of studies have
investigated the association of SNPs in these genes with the devel-
opment of ASD, however, there is a lack of studies in the literature
focusing on their actual effect on expression and on the effect of
their expression on the risk of ASD.

Objectives: The aim of this study was to assess the levels of
expression of OXTR and AVPRI1a genes and evaluate their links
with both risk of ASD and genotypes of the most studied poly-
morphisms.
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Methods: The study included 132 people, 77.5% of whom were
male (n = 100). 113 participants (85.6%) were diagnosed with
autism spectrum disorders confirmed by the ADOS-2 test con-
ducted by a certified diagnostician. In this group, men constituted
76.1% of the population (n = 77). The remaining 28 people did not
have a diagnosis of autism spectrum disorders, and in the ADOS-2
study they obtained the result below the cut-off level. The mean age
in the whole group was 14.4 years (95% CI: 13.92-14.93).

Results: Significant decrease in expression of the OXTR gene was
found in case of rs53576 where presence of the alternative allele
(G) was linked to the 20% decrease in expression (2A(-AACt) =
0.8). In case of AVPR1a alternative allele (T) of SNP rs10877969
was linked to the 20% increase in the gene expression(2A(-AACt) =
1.197). SNPs 152254298 (2A(-AACt) = 0.97) and 17294536 (27
(-AACt) = 0.97) did not influence expression of the appropriate
genes in significant way. In comparison between the test and
control group in participants with confirmed diagnosis of ASD
13% lower expression of AVPR1a was found (2/(-AACt) = 0.87).
Conclusions: Genotype of SNPs rs53576 and rs10877969 signifi-
cantly influenced the levels of expression of the genes OXTR and
AVPR1a respectively. In case of rs2254298 and rs7294536 observed
effects were negligible. Presence of ASD diagnosis was linked to the
13% lower expression of AVPRla. Abnormalities in AVPRIa
expression seem to be more important for the development of
autistic traits than the more attention-grabbing gene abnormalities
for the oxytocinergic system.
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Introduction: Substance use during adolescence is linked to
adverse biopsychosocial events, including poor mental health, cog-
nitive deficits, low academic performance, and delinquency (Deas
& Brown ] Clin Psych 2006; 67 18; Armstrong & Costello JCCP
2002; 70 1224; Cox et al. JSH 2007; 77 109-115; Chassin JJSU 2008;
165-183). Identifying risks for these events is critical, given they are
associated with adverse outcomes in adulthood.

Post-pandemic, rates of adolescent depression and anxiety have
more than doubled (Racine et al. JAMA Ped 2021; 175 1142-1150).
Adolescents often use substances, most commonly alcohol and
cannabis, to manage mental health (Colder et al. JCCP 2019;
87 629).

Cannabis is increasingly viewed by adolescents as safe, while
alcohol is viewed negatively (SAMHSA 2021). Non-disordered
alcohol use (ND-AU), alcohol use below diagnostic criteria level,
has adverse developmental impacts for adolescents, including
increased risk-taking behavior and heavy substance use in adult-
hood (Marshall Alcohol Alcohol. 2014; 49 160-164).

With growing normalization of cannabis use, important questions
still remain whether non-disordered cannabis use (ND-CU) among
adolescents is linked to adverse life events.
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